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Maultiple Sequence Alignment

Selected Sequence(s)
TRANSFERASE
TRANSFERASE
TRANSFERASE
TRANSFERASE
TRANSFERASE
TRANSFERASE
TRANSFERASE
TRANSFERASE
CYTOSOLIC PROTEIN
CYTOSOLIC PROTEIN

Fasta label (*) Workbench label
PDBFINDER4XIF_H TRANSFERASE
PDBFINDER4XIF_G  TRANSFERASE
PDBFINDER4XIF_F  TRANSFERASE
PDBFINDER4XIF_E  TRANSFERASE
PDBFINDER4XIF D TRANSFERASE
PDBFINDER4XIF_C  TRANSFERASE
PDBFINDER4XIF_B  TRANSFERASE
PDBFINDER4XIF_A TRANSFERASE
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Note: Use your mouse to drag, rotate, and zoom in and out of the structure. Click to identity atoms and bonds:
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